Table SIII for further details). Genes were clustered on the basis of Euclidean distance using complete linkage. The yellow outline indicates the presence of putative yeast orthologs. Colored backgrounds on the Nedd4 substrate genes indicate: blue = substrate of hNedd4-1 or rNedd4-1; red = substrate of hNedd4-2; purple = substrate of hNedd4-1 and/or rNedd4-1 and hNedd4-2.
Supplementary Figure S5: Sustained EGF-mediated signalling in Nedd4-1 -/-MEFs
Wildtype (WT) and Nedd4-1 -/-knockout (KO) MEFs were incubated without (starved-time 0) or with EGF for 5, 30, 60 or 120 min. EGF-dependent signalling was tested by immunoblotting with phosphospecific antibodies to Erk (pErk) and compared to total expression of Erk. Lower panels: Quantification of kinetics of Erk activation (pErk) normalized to total Erk expression.
Two independently derived MEF cell lines for each genotype (E2 & E7 for WT and E3 & E5 for
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